
SARS-CoV-2 genome sequences were available in January 2020 
Rosetta@home volunteers modeled structures of important gene sequences soon after 

and continue to model structures for researchers around the world

https://robetta.bakerlab.org

Superposition of R@h model of Spike protein
Within 1.6 angstroms rmsd to 6vxx covering 2236 CA atoms



PDB RCSB Molecule of the Month

Spike protein 6vxx released March 2020 from David Veesler’s lab at the UW Biochemistry Department
RBD with ACE2 receptor also released from Qiang Zhou’s lab at Westlake University, Zhejiang Province, China



Rosetta@home updates since last call

1. Added Linux-ARM platform with help from the ARM development community 
including Rex St. John, Dmitry Moskalchuk, David Tischler, Lloyd Watts, and Sahaj
Sarup

~6000 Linux-ARM hosts with credit (over 135 million credits)

2. Updated Rosetta application to latest source (for COVID related jobs)

3. Fixed various server issues with the database, crediting (use raw PFC), and client job 
cache (base on run time preference) in response to feedback from the forum


